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Fig 1: Pedigree of hazelnut progeny 09033 and 07024 segregating for ‘Grand Traverse’ and ‘Uebov’ resistance respectively 110.3 *GRY1 8299 103 *GR913.299M

Table 1: Linkage group assignment of hazelnut progenies segregating for EFB resistance
Fig 2: Map of LG 6 in ‘UeboVv’ progenies 07024 and ‘Grand Traverse’ progeny 09033. Maps are produced for resistant male parent (RP), integrated map (CP) for

Progeny Resistance Source Linkage group assignment Source of resistance

12028 OSU 1266.005 x Moscow N23 NOT on LG6,LG7, LG2 Moscow both parents of a cross., and compared with reference map (OSU 252.146 x OSU 414.062) segregating for ‘Gasaway’ resistance.

12029 OSU919.031 x Moscow N26 NOT on LGG6,LG7, LG2 Moscow

12030 OSU 1269.020 x Moscow N27 LG2 Moscow RESULTS AND DISCUSSION

12031 Moscow N37 x OSU 919.031 NOT on LGG6,LG7, LG2 Moscow . . . . . . .

07024 OSU 741.105 x Uebov L G6 Uebov For all resistance sources studied, resistant parents did not show any symptoms of disease while the susceptible parents developed
09033 OSU 776.095 x OSU 1027.090 LG6 Grand Traverse cankers. Very few seedlings of Moscow selections NO1, NO1-06, and NO1-07 were resistant and were likely escapes. 'Grand

09034 OSU 1181.023 x OSU 1029.039 LG6 C. heterophylla 'Ogyoo’ | . D | . . | L. .

09035 OSU 1181.023 x OSU 1053.089 L G6 C. heterophylla ‘Ogyoo’  Iraverse’, C. heterophylla 'Ogyoo’, 'Yoder #5, C. americana ‘Rush’, Moscow N23, N26, N27, and N37 segregated in 1:1 ratio,

09036  OSU 776.095 x OSU 1049.030 LG7 Yoder #5 indicating resistance governed by a single locus and a dominant allele for resistance. While 'Uebov’ segregating in 3:1 ratio is likely
09037 OSU 1086.053 xOSU 1031.015 both on LG-7 and LG-2 C. americana 'Rush’ d to 2 h t loci i | di ict . d tbl . t b th loci. Resi t £ ,U b , d
00038 OSU 1086 053 x OSU 1053.089  both on LG-~ and L G.o e americana 'Rush ue to 2 heterozygous loci involved in resistance expression and susceptible are recessive at both loci. Resistance for ‘Uebov’ an
08035 OSU 1038.008 x OSU 978.058 LG7 Yoder #5 ‘Grand Traverse’ are mapped to LG6. Similarly, ‘Yoder #5’ is assigned to LG7, ‘Moscow N27’ to LG2, while ‘C. americana 'Rush’ is
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